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Elucidation of the mechanism of NASH resolution via the gut-liver axis for
future clinical application

NAKAMOTO, NOBUHIRO

13,700,000

NASH
NASH CD8T

cD8T CCR5/CCL5 axis
NASH

Trm
Trm

NASH
Proof of concept

In this study, we have identified an immunological mechanism by which the
liver fibrosis pathology of nonalcoholic steatohepatitis (NASH) caused by long-term consumption of a
high-fat, high-cholesterol diet is restored by dietary modification. Using an originally
constructed mouse model, they found that "tissue-resident memory CD8T cells" are involved in the
pathological recovery of NASH. The CD8T cells attract hepatic astrocytes, which are considered to be
the main bad cells of fibrosis, via the CCR5/CCL5 axis, and induce apoptosis of activated
astrocytes, thereby promoting recovery from fibrosis. These results are expected to lead to the
development of new therapeutic and diagnostic strategies for NASH and other organ fibrosis diseases.
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