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The secretion monitor, VemP senses protein trnslocation activity of cells
and regulates the expression of the downstream genes secD2/F2 in the same operon through its
translation elongation arrest. When protein translocation is restored, the translation arrest is
canceled, but the molecular mechanism remains unsolved. This study aimed to elucidate this issue.
Comprehensive analysis of factors interacting with the VemP nascent chain using site-specific in
vivo photocross-linking experiments revealed that the nascent VemP interacts with signal recognition

particle (SRP) and the periplasmic chaperone PpiD during its maturation processes. Biochemical
analysis showed that the former plays an essential role In targeting VemP to the SecY/E/G
translocon, while the latter plays an cruciall role in the cancelation of translational arrest.
Furthermore, we identified the Arg-85 residue as a cis factor in VemP involved in the cancelation of
translational arrest.
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