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Combining genetics and proteomics to elucidate selective transport systems that
regulate inflammation.
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Upon recognizing DNA in cytoplasm, cells activate the endoEIasmic reticulum
(ER) membrane protein STING and transport it from the ER to the Golgi apparatus, thereby inducing
innate immune and inflammatory responses. However, the mechanism of STING transport from the ER to
the Golgi remains largely unknown. In this study, we performed genetic genome-wide knockout
screening, proteome analysis using proximity biotin labeling, and super-resolution imaging to search
molecules that regulate STING transport. As a result, we identified Sce24C and ACBD3 proteins
involved in COPII vesicle transport and ER-Golgi organelle contact, respectively.
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