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To improve quality of cancer gene panel tests by strategic implementation of
external quality assessment scheme

MAEKAWA, Masato

3,300,000

EGFR

2018

A pilot external quality assessment (EQA%/proficiency test was Blanned to
confirm the validity of cancer gene panel testing in Japan. Samples (cancer tissue and blood cells)
from 5 cancer patients were prepared, and 15 facilities participated in the results. As a result,
most of the single-nucleotide substitution pathogenic variants considered important were detected,
but only half of the participating institutions were able to detect EGFR deletion variants. By
conducting proficiency tests on our own, many advantages were recognized, such as knowing the
weaknesses of their own testing methods and making improvements at all participating institutions.
Therefore, in order to improve the quality of genome testing in Japan, It is necessary to have a
system to conduct proficiency tests regularly in Japan, and it is important to share the results
with all stakeholders.
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