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A study for intestinal archaea in human health and disease
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The aim of this study is to characterize human intestinal archaea, examine
their effects on inflammatory bowel disease (IBD), and attempt to culture and functionally-analyze
unknown archaea. During the study period, we (Shimane university) have completed sampling from more
than 100 IBD patients. At the National Institute of Advanced Industrial Science and Technology, we
have carefully investigated and tried to analyze with new microbial detection methods and culturing
techniques. With these new methods, we successfully detected and cultured some archaea species from
the mouse intestine as a preliminary experiment. However, the amount of microbial DNA in the human
biopsy specimens was too small to be further analyzed. Thus, another attempt using new DNA
amplification technology is currently in progress.
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