©
2020 2022

Gene expression mapping of esophageal cancer microenvironment by spatial
transcriptomics
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In recent years, single-cell analysis has attracted attention for
elucidating the mechanisms of cancer invasion and metastasis. we initiated this study using Visium,
a new technology, to create a gene expression map consistent with conventional pathomorphology and
to elucidate the tumor microenvironment. Data from esophageal cancer samples show that chemotherapy
reduces the immunosuppressive capacity of regulatory T cells, cytotoxic T cells evade exhaustion,
and helper T cells are induced to become more memory-intensive and prevent exhaustion. These results

suggest that chemotherapy may enhance anti-tumor immunity by immune cells in esophageal cancer.
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