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Development of a method to predict the severity of nonalcoholic fatty liver
disease by measuring body composition and microRNA

Yoneyama, Hirohito
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We aimed to develoE a simple diagnostic method to select high-risk groups
for nonalcoholic steatohepatitis (NASH), which is associated with a high rate of liver-related
deaths, from among patients with nonalcoholic fatty liver disease (NAFLD), and to establish a method
for predicting the onset of NASH by combining body composition measurement and serum microRNA
(miRNA) measurement.

We performed body composition measurements using bioelectrical impedance analysis on NAFLD/NASH
patients who were pathologically diagnosed at our institution, and simultaneously performed
comprehensive analysis of serum miRNAs in the patients. Body composition was classified into five
types, and the expression intensity of each miRNA was compared between NASH and non-NASH ?rou S.
Several miRNA molecular species were identified whose expression intensity was specifically changed
in NASH cases, and it was shown that this tendency was stronger in certain body composition types.
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