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The purpose of this study was to establish a simple method for extracting
DNA from washi materials and their source plants, and to develop a new method for identifying washi
materials using genetic information. Using DNA extraction reagents (Kanto Chemical) and PCR Master
Mix (TOYOBO), 1t was possible to compare the sequence of Internal Transcribed Spacer (ITS) region by
the genomes of Kouzo, Mitsumata, and Gampi plants and Japanese paper. Based on these results, a
simple identification method using DNA sequences of the ITS region was established for Gampi washi,
and identification of Kouzo and Mitsumata was also possible based on partially identified gene
sequences, suggesting that the initial research objective was almost completed.
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