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Elugi?ation of a novel mode of intestinal phage propagation via membrane
vesicles
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Environmental genomics is beginning to reveal that intestinal phages
interact with the intestinal microbiota in diverse ways. However, much remains to be elucidated
about how phages interact with host bacteria in the intestinal environment. Recent studies have
shown that phages may be internalized and propagated within membrane vesicles (MVs) produced by
intestinal bacteria. In this study, we will elucidate whether phage encapsulated in MVs actually
exist in the intestinal environment and what kind of host bacteria they interact with. Furthermore,
by elucidating the effect of MVs on the infectivity of intestinal phage, we aim to elucidate the
full extent of the novel interaction mode between phage and host bacteria.
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