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Development of a low lipid-accumulating mutant and its metabolic analysis iIn
microalga Chlamydomonas reinhardtii
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Microalgae accumulate Iiﬁids (glyceroliﬁids) under nitrogen deficient
conditions by fixing atmospheric CO2. By using the green alga Chlamydomonas reinhardtii as a model,
this study developed low lipid-accumulating mutants via random mutagenesis, and analyzed the lipid
accumulation mechanism in microalgae. In LL-1, one of the low lipid-accumulating mutants, fatty acid
synthesis was induced by nitrogen deficiency as usual, while glycerolipid content did not increase
and few lipid droplets were formed in the cells. Availability of low lipid-accumulating mutants in
producing valuable compounds other than lipids was also examined by metabolic analysis of the LL-1.
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