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Gene regulatory networks controlling germ cell development have diversified
significantly during mammalian evolution, suggesting that they have been fine-tuned during
evolution. In this study, we show that LTR5 Hs, an ape-specific ERVs, may have modified the gene
regulatory network in primordial germ cells. LTR5 Hs was active as an enhancer in human primordial
germ cells established from iPS cells. Furthermore, interspecies comparative transcriptome analysis
revealed that the insertion of LTR5 Hs likely altered the gene expression regulatory network in
primordial germ cells by creating an ape-specific enhancer.
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