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In this study, 142 cases of lung adenocarcinoma were analyzed and classified
into two types based on mucin production. Type A, where mucin was present in both the cytoplasm and
air spaces, was more likely to be diagnosed as invasive mucinous adenocarcinoma (IMA) and was HNF4a
positive. On the other hand, Type B, where mucin was primarily present in the air spaces, was

closer to invasive non-mucinous adenocarcinoma and was TTF-1 positive. The presence of mucin showed
a significant correlation with the presence of Spread Through Air Spaces (STAS), a poor prognostic
factor (P=0.046). Additionally, RNA sequencing analysis of 7 Type A cases and 6 Type B cases
identified 111 different genes. These findings enhance the understanding of the biological
characteristics of IMA.
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