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The Significance of ctDNA as a Predictor of Recurrence in Surgical Resection
Cases Using Next-Generation Sequencing
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In this study, we used CAPP-Seq and Signatera to evaluate the relationship
between postoperative prognostic and ctDNA status and recurrence on imaging studies.
In a landmark analysis (median 9 days postoperatively, range 2-53 days), 5 patients tested positive
for ctDNA and all recurred, with ctDNA positivity associated with a significantly worse prognosis.
Five more patients tested positive for ctDNA during follow-up, and all relapsed. The prognosis was
significantly worse if ctDNA was detected at least once during follow-up. Overall, the median lead
time for ctDNA-positive imaging was 2.8 (0-12.8) months. ctDNA negativity was associated with a
favorable outcome, with a long-term negative predictive value of 83.3% (30/36 patients).
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