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Elucidating the Function of Autophagy in Septic Pathology Using Adipose
Tissue-Specific Atgs Knockout Mice
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In severe sepsis, there are still cases where patients cannot be saved.
These cases often exhibit metabolic disorders. Since autophagy is a highly conserved catabolic
mechanism, it was hypothesized that autophagy dysfunction might occur in severe sepsis. This study
evaluated the role of autophagy in severe sepsis by assessing autophagy in adipocytes, which are
crucial for energy substrate storage. In mice administered with LPS, inhibition of autophagy using
pharmacological agents did not result in changes in metabolic dynamics. However, mice with
adipocyte-specific autophagy knockout showed resistance to LPS and had lower levels of several
inflammatory cytokines and chemokines in the blood. These findings suggest that autophagy in
adipocytes may play a role in the initiation and amplification of inflammation.
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