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Does sugar influx via transporters contribute to fungal virulence?
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Phytopathogenic fungi are reported to obtain sugars from their host plants
as a carbon source during infection, but the molecular mechanisms remain unclear. In this study, we
identified sugar transporters involved in fungal virulence by comprehensive gene disruption analysis

of Colletotrichum orbiculare using CRISPR-Cas9 and Cre-loxP systems. In addition, we also found
sugar-metabolizing enzymes involved in fungal virulence. Together, these results suggested that
sugar absorption and metabolism are required for successful infection of C. orbiculare.
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