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Identification of genetic susceptibility to urate-related diseases which is
characteristic to Japanese and exploration of its preventive method through
molecular genetic-epidemiological analyses

Nakayama, Akiyoshi
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We revealed novel gout loci from genome-wide association analyses (GWASs)
with gout subtypes and reported a selection pressure on gout susceptibility in Japanese population.
Furthermore, we conducted X-chromosome-wide association analyses on serum urate levels,
inter-subtype GWASs on gout, and international collaborative meta-analysis of gout GWASs. Genetic
analyses on female gout cases and analyses using next generation sequencer on renal hypouricemia
(RHUC) were performed and their results are now under evaluation. Large-scaled analyses with
health-check participants enabled accurate evaluation on frequencies and causal variants’ effect of

RHUC, resulting in strong genetic evidences which could bring revisions of the present clinical
practice guideline for RHUC.
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