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Gene Symbol

Gene name

Atp2bd ATPase, Ca++ transporting, plasma membrane 4

Lrrfip1 leucine rich repeat (in FLII) interacting protein 1

Agap2 (PIKE) ArfGAP with GTPase domain, ankyrin repeat and PH domain 2

Anks1b ankyrin repeat and sterile alpha motif domain containing 1B

Ostm1 i i protein 1

Gphn gephyrin

Citb clathrin, light polypeptide (Lcb)

Camk2g calcium/calmodulin-dependent protein kinase (CaM kinase) Il gamma

Camk2g calcium/calmodulin-dependent protein kinase (CaM kinase) Il gamma

Mapk8 mitogen—activated protein kinase 8

Celsr1 cadherin, EGF LAG seven-pass G-type receptor 1 (flamingo homolog, Drosophila)
Celsr1 cadherin, EGF LAG seven-pass G-type receptor 1 (flamingo homolog, Drosophila)
Nptxr neuronal pentraxin receptor

Cadm?2 (Igsfdd)
Cadm2 (Igsfad)

cell adhesion molecule 2

cell adhesion molecule 2

Ncam2 neural cell adhesion molecule 2

Spirel spire homolog 1 (Drosophila)

Spirel spire homolog 1 (Drosophila)

Wdr7 WD repeat domain 7

Syt7 synaptotagmin VI

Syt7 synaptotagmin VI

Camsap1 in regulated spectrin iated protein 1

Camsap1 in regulated spectrin protein 1

Meis2 (Mrgl)  Meis1, myeloid ecotropic viral integration site 1 homolog 2 (mouse)

Sle1a2 (GLT-1) solute carrier family 1 (glial high affinity glutamate transporter), member 2

Gyg glycogenin

Asph aspartate beta-hydroxylase

Epb4.1 erythrocyte protein band 4.1

Kifib kinesin family member 1B

Macf1 microtubule-actin crosslinking factor 1

Map3k7 mitogen-activated protein kinase kinase kinase 7

Ptorf protein tyrosine phosphatase, receptor type, F

Ptprf protein tyrosine phosphatase, receptor type, F

Unc13b unc-13 homolog B (C. elegans)

Adam22 ADAM metallopeptidase domain 22

Akap9 A kinase (PRKA) anchor protein (yotiao) 9

Pclo piccolo (presynaptic cytomatrix protein)

Srgap3 SLIT-ROBO Rho GTPase activating protein 3

Usp5 ubiquitin specific peptidase 5 (isopeptidase T)

0dz4 odz, odd Oz/ten-m homolog 4 (Drosophila)

Fatl FAT tumor suppressor homolog 1

Ndrg4 NDRG family member 4

0dz3 odz, odd Oz/ten-m homolog 3 (Drosophila)

Clasp2 cytoplasmic linker associated protein 2

Clasp2 cytoplasmic linker associated protein 2

DmxI2 Dmx-like 2

Myo5a myosin VA (heavy polypeptide 12, myoxin)

Myo5a myosin VA (heavy polypeptide 12, myoxin)

Tef12 transcription factor 12 (HTF4, helix-loop-helix transcription factors 4)
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