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(1) 77 O/NFITHIE L7 kLD 86%.2 HBV DNA 23R Siv7z, HBV @ — 27 = R
FEMT 7S . HEFE DSy KAADS pre-S2 fEIK TO RN T nt 4~57 DALEIZHIEL L Tz,
INRAFERAEERE L CHBY AN EETHY (-2 05[ &4 L LT pre-S2 DR v ARy
MNEBRPBIELS B> TND Z R R ST,

(2) BRIEBETRY VDS L2 HBY 3Eko HBY I | ST, Filloy 7457 ) 24
HBV/D10 & findh L7z,

(3) HEFACEREEEE I ETe P E I A U7 B FIES] 66 61 & %52 LT, HBV &L
& DEEZ A L7, It HBsAg BtEFIE. ABE R 66 Bt 18 fil (27.3%) Toh -7z, EHIT
PCR VEIZ THREARALPY HBV DNA Z R 38 L7258, PR ED 8 il (34.8%) Ttz R L7-DIC
% L. OB R & JENTHE BRE O ATHLER CIXaifat: Th - 7=, ATFPABEE O3 A BER o —
& LT, HBV DRI /R S 7,

MR OB E (30)

(1) HBV DNA in HCC tissues from children patients was detected in 36 of 42 (86%) cases
tested. Surprisingly, very high prevalence of HBV pre-S deletion mutant was recognized
in 27 of 30 (90%) HCCs examined. Interestingly, the pre—-S2 mutant consistently appeared
with deletion at nt 4-57 in all of the 20 cases with pre-S2 mutant (100%). This hot spot
mutation in the pre—S2 was further confirmed by complete genomic sequence of HBV in a
Japanese boy who eventually developed HCC.

(2) We identified a novel subgenotype HBV/D10 in Taiwanese aborigine HBV carriers.
(3) HBV infection appears to be associated with the pathogenesis of intrahepatic
cholangiocarcinoma (ICC) in northern China. The high fatality rate of cholangiocarcinoma
intensifies the need for further research to understand the precise mechanism of HBV
infection and the development of ICC.
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TIOTIEE Vb BV RIEENEZL . IR
DIFERAEDORRER L 7> TEBY, DT
5 5k SRl ST U R B OR R | koD C R B iR
Lo TIND, TANATFLETEIZ, 2FY
VIR DO TFEEIC b 27030 | Z DREKIE
ZIIREFV, —FHF T, KERHOHFZR - HiE
HRFPICHEEL., FICHE 7 T ik % w
HBV (X8 DRI TR S HFES ) X2 A 7 DMFAE
L. R, TGP & OBE A RIB X T
W5, RRCT TR T A VA THR R Y
7 haERL, RN L OBLESHELE ST
W5, FZWHO IZ L D3RR EEICEKIT 5 HB
T 7 F RV TR R R D BT
L, U F P A R TR BRI FRIT L
TWAERBLIRFICHALNE RS TE T,

2. WZEDHK

TIOT R, R DA v A B D 2% M
WTHor D, AN ARG L TFSE &
DORHZFE L 45 Z &%, BRAIC
BHETHD, AWETIE, 7V TIEHRITT D

HBYV %7 ) L DO%kMEE EFH SN Lz BT,

JF3EHE & D BEE 2 B EL AN 0 TR
DTEWTFNCEATHZ L2 ENE Lz,
FICIZZOBEEROZD, TOTHEED
[E| BRI 5 12 L 2 L [RIAFZE (i) oD JL A A 4 2
TAHAZEEZBELE L,

3. Wr7ED kL
TIOT6NE (RN FLA TR T Z A
B, hE, ®E) L kEOFHThEEDE
B[R IE 2 ikt LTz, BISEORZE, &
PSR O T BT IF R - P R E LT
BLOWFHREZ 4o LT R, WA LA,
BT 2Wr 2R AT,

4. WFFEE R

(1) 7Tz /N EFE O & kA
N EF A BE, EE, BARD 4 TEICE
T AREND, 42 6] (X 28 il
E 76, &40, BAR3HE) o/NRICET
5 N E B 2 IR 3 5 Z & A Hk T,
PEZEIZE R 34 B - 4R 8 Bl (4.3:1), Py
FRT IIE3 R Th ol 55 & LT,
10 BIONFEFME (CEXFH 423 5%) &[RRI
B LT, /NEFEGClL, 56% CHFEZE %
PES TN, PCR {EIC T, PN OITE ™
A N ABIE T RN AR SR, e <
HBV DNA 723 36/42 (86%) & CE=RICH N
T&7-, HCV RNA (Z2ficltEch o7z, =

7 AV

izt L. BFZEAECIE HBV DNA., HCV RNA
It Th o7z, FICHESH D Z LT, HBY
pre=S M5 D KRIZEEAN 90% (27/30) DIE
B CEBIER STz, FDOWNERIL, pre-S2 (20/27;
74%) . pre—S1(5/27; 18.5%) . pre—-S1/S2 (2/27;
7.4%) ThHo7-, XL, pre-S2 BHE R ZD
AR TA~T FHOHER KB L Tz &
ThbDH, ZOXRBEFTIZIE, CD8 T cell =
V= BNEFEETHI NS, Z A —TK
BrEzzohl-, SHICERERYGMCZ LY HBY
Xy U TICBIT LEEDECTEYBIRAEZ
1Tolzl A, 6 FTEBMEFAL, 8 5T HBY
pre-S2 Z8H 13 T pre-Sl+pre-S2 ZH/N
HBLL72%., LR PEABIE L, [FU
BB AEN RO S HBV % v U 712/
fTLIED, T A VAL RCIFRERER F 132 <
BEINnNRholz, D pre-S2 Hy /KL
PSRRI, BImICBE 595 ER A ML AV
TFNEE T OEEbE ST L, 2T
AVz= v I RACTHBERIET D Z
EDHER SN T WD, ULk Z &b, /MR
PSS AEBER L LT HBY IR EETHY .
/208 &4 L LT pre-S2 OFRE v b AR
v NEF (nt 4~57 REER) NEIBEb-o
TWBZ ERES MR I N, T IUFRARF
FECTHE UEHEN Y TEE D, HBV pre-S2 4
RIC LD O S 1L B 25 LT, &
TR E5G5 2 LN T,

(2) BETRY DU nbaBES iz HBY 4
VAENOL
BEBICEHELSDOEETDIZTHRY U 27 4
D543 EE S 7= HBV D451 A L A SRR
ZRet Uiz, fESIL. pre-S1/pre-S2 fEIKD
RTINS, 72 B A 7 B 21 5] (77.8%)
ElHLEL . RWTHY 22 A7 DA 6 B
(22.2%) ThHoT=, VY75 2 A4 THHFET
137 ) 247 B TIEEBITB2, /X A7D
WZ LB CBER DY 77 ) B A THETH D
D1~D9 OWTiL & bR DEFELIA LT,
I HIZEEMCHmHTT 2720, 2 247 D»
SARET ) ZATBE 2B ER, 2tE
HESNZRE LTz, 7/ XA 7DD 4KITE
T 3182 HEMN SR o7, HF RN T
[FARIZIRE OEFEE TR LTz, IR 99%
DENWT = AN Ty MlEER L0, B
Y74 ) %2 47L& LTHBV/DIO & s Uiz,
LlalyEE S U= HBV/D1O 121, LB
MIfFE LR ol £ 74 ) Z A 7 B2
BT 28kIX, ¥/ XA T B/CDOLaES
VR ThHoT,



(3) HBV & JHAEJEFEA O RIHIZ OV T

W E R AR AR T S E T R E NI RS
A LT E R 66 51 (PPN AR 23 41+
JFAMIRAE S 43 B) ThHDH, £lar br—
L& LT, FEIFPEEBRSE 52 6 0 Tl
et Uz, MH HBsAg FEMEGIIX. NHERE 66
BIrp 18 B (27.3%) Tdh-o7=DIZxt L. FEAF
PREBRECIT 52 Bl 2 1 (3.9%) & IR AL
THE (P0.05) IZ@EEER Lz, &6
PCR JEIC CHEAHEALPA HBV DNA (HBx gene) %
Mg U2 fE R, FFNARE RO 8 i (34. 8%)
THtEZ R L7z Dokt L, MBS ERE & FF
P BRI ClT it Tho7-, F
72PN HBV DNA it % /R L7= 8 fBilid, shzye
12T 7 BTN HBsAg B2 iR ¢ X 7=,
JIFPN HBV DNA Bt &7k U 7= 8 451 oD ik o3 B2
AT RIE . FEmEIC BT 4 B CIZIEEE o
FAMRIBIZ Y o RERIZE . 2 B CIIFmZs, 2
BICIIRRIAAE N B S iz, FFNARE O
MR, Ao (Bl | HEEEML
A5 B | AR ER 2 ) Thotz,
B R O HBV JEds & JERRE IR\ C L
FITHRARBOFT RO ZRITRO oo T,
PLEDPT R G FRARE R O FE AR O —
S L LT, HBV OEHIRIBEI N, 5% E
Wit OREBEBRICOWT, BAEKTFLE D
TR LWDIFZEER ML TH B,

(4) EFSELEIZ L
%

% SR eI O FAR A

4 FRNCE D2 REBEFEAE LT, X
Ly BURTT XA, Ixr~v—, BB,
HEE L, PE, CKEOFEFTERE - EEEE L O
<, BRERBEBREMET L ENTET,
BRI T L, RS T, A4, FEED
M Cix, Bit CORYYEORER, Mg, B
TRW O - FEiEE, B I —FfERe L
EARFITAT o oAb F. TRV AAS HEPEFR & 4L
ST EMTET, AFROLE W OEE /e HIZ
D—o>ThbD, TITITBIT 5 EE
3 < JERYLIE 43 BF C 0 [E] B 3[R AF FE (AR i) D JE
MEARERS D Z LN TE =, 5% OERRIZE
HEENCIERA L CTITE 720,
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