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Since the emergence of high-throughput sequencing platform, the cost for both
experimental and time were much reduced for DNA sequencing. This makes easy to
produce enormous amount of DNA data. As the result, analyzing huge sequence
database has become a next target to find an ellcient solution. To overcome this
problem, we applied General Purpose computation on Graphic Processing Unit
(GPGPU) for sequence analysis. We implemented several algorithms including
Smith-Waterman algorithm based on GPGPU. The GPU-based programs showed
higher performance compared to CPU-based ones.
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