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MRS OB EE (330) : We developed new PCR primers for the rapid and sensitive detection and
enumeration of dsrA in phototrophic purple and green sulfur bacteria simultaneously. The primers were
applied to water and sediment samples from the Japanese meromictic Lake Suigetsu and the eutrophic
Tokyo Bay, respectively. Phylogenetic analysis of the sequences of PCR products from lake water
showed most clones were affiliated with brown-colored green sulfur bacteria within the Chlorobi, while
y-proteobacterial species from sediments. Sequences of cloned PCR products show a differential
distribution of sulfur bacterial groups in different environments.
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TO@EY : M, EZ Load™ 100 bp PCR Molecular
Ruler; 1, Allochromatium vinosum DSM 180"; 2,

Halochromatium  salexigens DSM  4395"; 3,
Halorhodospira halophila DSM 244T; 4, Thiobaca
trueperi DSM 13587"; 5, Thiocapsa marina DSM
5653"; 6, Thiococcus pfennigii DSM  226; 7,
Thiorhodococcus drewsii DSM 15006"; 8, Chlorobium
limicola DSM 245T; 9, C. luteolum DSM 273T; 10, C.
phaeovibrioides DSM 269", 11, Prosthecochloris
aestuarii DSM 272; 12, P. vibrioformis DSM 261; 13,
Chloroflexus  aurantiacus DSM 635"; 14,
Heliobacterium chlorum DSM 3682"; 15, Thiobacillus
denitrificans DSM  12475"; 16, Thiomicrospira
pelophila DSM 1534"; 17, Desulfotomaculum
geothermicum DSM  3669"; 18, Desulfovibrio
desulfuricans DSM 642"; 19, Desulfovibrio africanus
DSM 2603"; 20, Desulfomicrobium norvegicum DSM
17417; 21, Desulfobacter postgatei DSM 2034"; 22,
Desulfobulbus sp. DSM 2033; 23, Desulfobulbus
propionicus DSM 2032"; 24, Desulfosarcina variabilis
DSM 2060"; 25, Desulfosporocinas orientis DSM 765";
26, Alteromonas macleodii IAM 129207; 27, Shewanella
putrefaciens 1AM 1509"; 28, Flavobacterium aquatile
IAM 12316"; 29, Cytophaga matinoflava IAM 141707;
and C, no template control.
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