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Synthesis and analysis of telomere quadruplex DNA-binding porphyrins
based on an electrostatic interaction model
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FZERE S D2 (32 30) : Drug design, molecular docking, molecular dynamics simulation and
synthesis of octacationic porphyrins bearing pyridiniums at their meso and terminal
positions were carried out, because these were expected to interact with telomere
quadruplex DNA more electrostatically and tightly than did tetracationic porphyrins. In
addition, crystallization of the complex of telomere quadruplex DNA with the octacationic
porphyrins was attempted.
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