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MFFERROMEE (3£30) : In this study, it is aimed for the elucidation of the role of
microRNA in the neurologic intractable disease. The 3'UTR of disease-related genes,
which is estimated to be regulated by microRNA, were proceeded to determine the
entire sequence in the patient to the extent possible. For multiple sclerosis, a total of
14 genes, such as IL2RA and IL7R was selected. With respect to amyotrophic lateral
sclerosis, we selected a total of 16 genes such as FUS and Alsin. The significant
mutation by a patient by each gene was not found, but we assumed that I was planning
to synthesize the result and data with other projects.
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YK0305-1D TTCTAAGACAGTTGGGGAGCTCCAGGAGCTGTTTTAAGTTGGGGAGAGACTGGATTCCAG
YK031B-34 TTCTAAGACAGTTGGGGAGCTCCAGGAGCTGT TTGGGGAGAGACTGGATTCCAG
YK031B-36 TTCTAAGACAGTTGGGGAGCTCCAGGAGCTGTTTTAAGT TGGGGAGAGACTGGATTCCAG
YK031B-38 TTCTAAGACAGTTGGGGAGCTCCAGGAGC [AAGTTGGGGAGAGACTGGATTCCAG

YK031B-40 TTCTAAGACAGTTGGGGAGCTCCAGGAGCTGTTTTAAGT TGGGGAGAGACTGGATTCCAG

YK0305-1D

YK031B-34 GACT:!

YK031B-36 CCTGCAAAAGCT TGAAGACTAAAACC 566G
YK031B-38 CCTGCAAAAGCT TGAAGACTAAAACCAGTGAGGAGAGGTGGAGGTGCTTTGGGG
YK031B-40 CCTGCAAAAGCTGTTTTGTGAAGACTAAAACCAGTGAGGAGAGGTGGAGGTGCTTTGGGG
YK0305-1D ACACTGAAATGGATTCTTGGAAAGATTCTGAAGGC GAAAAGACACCTATAGCTG
YKO31B-34 ACACTGAAATGG: GGAAAGA 'GAAAAGACACCTATAGCTG
YKO31B-36 ACACTGAAATGGATTCTTGGAAAGATTCTGAAGGCTGTGTTGAAAAGACACCTATAGCTG
YK031B-38 ACACTGAAATGGATTCTTGGAAAGATTCTGAAGGCTGTGTTGAAAAGACACCTATAGCTG
YK031B-40 ACACTGAAATGGATTCTTGGAAAGATTCTGAAGGCTGTGTTGAAAAGACACCTATAGCTG
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