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MFFEER R OMEEE (3£30) : When the impact of immune-related gene polymorphisms was
examined in patients and their donors of unrelated hematopoietic stem cell transplantation,
genetic variations in the NKG2D, Granzyme B, CXCL10, NLRP3, FCGR3A, IL-17, and
PTPN22 genes were associated with transplant outcomes. Experimental investigation
revealed that the gene polymorphisms of NKG2D, IL-17 and CXCL10 play functionally
important roles in the regulation of their production. These findings suggest that
determination of such gene polymorphisms prior to transplantation offer clinical benefits in
patients undergoing allogeneic hematopoietic stem cell transplantation.
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