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The expression of microRNA (miR) on hepatocellular carcinoma (HCC) was comprehensively
examined by miR microarray. miR was extracted from 3 HCC cases who underwent liver transplantation.
We detected miR-18a which showed high expression in cancerous lesion, and miR-199a-3p which
existed in non cancerous liver tissue.

The quantitative expression analysis of miR was done using a real-time PCR method. The miR samples
were collected from 70 HCC cases which underwent liver transplantation. The result showed the level of
miR-18a was significantly high in cancerous lesion (T/N=1.8), and miR-199a was significantly
deteriorated in cancerous lesion (T/N=0.31). The higher miR-18a and lower miR-199a were
significantly correlated with higher serum AFP and DCP, and larger tumor diameter. Furthermore, those
cases showed significantly worse recurrence-free survival rate after surgery.

The molecular function was analyzed in vivo using cultured HCC cells. Target genes of miR-18a,199a



were detected using online database. We examined THFAIP3; target gene of miR-18a and HIF1R and

cdc42; those of miR-199a. The expression of these target genes were significantly inhibited by

transfection of the miRs in HCC cells. Our study indicated that miR-18a and miR-199a had important

role on the progression of HCC.
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