Bz C-19

HEMREMHBIEHRRRBREE

MRS : 11301
EiER . EFHE®)
FRZSHARS - 2009~2010
EEEES - 21770035
MEZFESL (F130)

k2 3% 5 H 2 3 HEE

04 XFTAFTDEGFHFERT—F2 N—ZATTED-1 1| DEE

MEREL (EX)

Construction of ATTED-1I1, Gene Coexpression Database for Arabidopsis
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ATTED-II, a coexpressed gene database for Arabidopsis, has been used to find
functionally related gene groups. However, this traditional coexpression information
cannot provide the detail of gene relationships. In this study, I constructed
condition-specific coexpression data and two types of viewers to reveal the situation
when and where the genes function together.
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l Top 300 coexpressed genes to At1g44575 (Ath.c4-1, Osa.c2-0)
_Function _Coex in specific wﬂmcﬂu@ré@k Coex

Alias” MR Osa MR for Osa MR for

(short description) [E_.ZI’I_E] 050190869800 050490690800

Locus™

0.0 262.5

0  Atlg44575 NPQ4 0.0 ot 2

1 At1g12800 GAPA-2 1.0 18.5 103.9

2 At3g55800 SBPASE 3.5 18.8

3 | At1g42970 GAPB 3.7

4 | At1g54780 thy'“"”‘ig;"e” 183 ¢ 115 535.4

5 At4g38970 FBAZ 8.5 265 167.8

6  At1520340 DRT112 9.2 466.8 7347
718 187.0

7 At4g01150 9.5 55 227

8  At1g32060 PRK 10.9

9 At1g67740 PSBY 12.2 42.2 3209

10 | At3g26650 GAPA 13.4 185 103.9
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