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In this study, the quaternary structure of the SufCz-SufD2 complex involved in Fe—S cluster
biogenesis in which SufC is bound to the C—terminal domain of SufD was determined.
Comparison with the monomeric structure of SufC revealed conformational change of the
active-site residues: SufC becomes competent for ATP binding and hydrolysis upon
association with SufD. These findings, together with biochemical characterization of the
SufB-SufC-SufD complex, have led us to propose a model for the Fe-S cluster biosynthesis

in the complex.
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