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Recently, it has been an increasing problem of drug-resistant bacteria in a hospital.
One of candidates effective against these bacteria is an antimicrobial peptide. This
study was aimed at discovery of novel antimicrobial peptides from identified peptides
using peptidomic analysis. We screened them based on antimicrobial activity and found
two novel antimicrobial peptides including AMP-IBP5. AMP-IBP5 is an intramolecular
disulfide—linked 22-residue amidated peptide. This peptide showed antimicrobial
activity stronger than B -defensin—2 and could become candidates for new drugs.
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Bacteria AMP-IBP5 BD-2 CATH
ICso (uM)*
Gram-positive bacteria
E. hirae >10 2.4 0.3
M. luteus 0.5 0.7 1.3
S. aureus 209P 0.8 8.6 0.3
S. saprophyticus KD >10 >10 0.6
Gram-negative bacteria
E. coliB 8.8 >10 0.5
E. coli K12 0.9 6.3 0.6
E. coli kp 42 7.4 1.7
Fungi
P. pastoris GS115 1.3 2.6 3.1

#50% growth inhibitory concentration.

BD-2, B-defensin-2; CATH, cathelicidin; E. hirae, Enterococcus
hirae; M. luteus, Micrococcus luteus; S. aureus, Staphylococcus
aureus; S. saprophyticus, Staphylococcus saprophyticus; E. coli,
Escherichia coli; P. pastoris, Pichia pastoris.
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