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WFZER R OMEEE (Z£30) : HIV-1 Rev protein induces export of singly spliced HIV-1 transcript
(4kb-RNA) that is normally retained in the nucleus. However, how 4kb—RNA is exported is
not well understood, since such a transcript should have possibility of utilizing
CRM1-dependent or TAP-dependent export, or both. To understand the export mechanism, we
generated model RNA substrates that recapitulated the situation of export of 4kb—RNA in
Xenopus oocytes, and investigated the action of Rev in detail. We found that such model
RNA substrates utilized exclusively CRM1-dependent export pathway in the presence of Rev.
Most importantly, this commitment to a single RNA export pathway is achieved by Rev’ s

ability not only to induce CRM1-dependent export but also to suppress TAP—dependent export.
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