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How does evolution affect changes in parasite genome sequences? To elucidate the
effects of coevolution, we constructed an experimental coevolution system and sole
parasite evolution system consisting of ZEscherichia coli and the lytic RNA
bacteriophage Q 3 (Q 8 phage). We passaged Q 8 phage in both systems for approximately
170 phage generations. Comparison of sequential (time—dependent) changes in the Q3
phage genome sequence in both evolution systems revealed that the coevolution system

showed about 3.4-fold higher fixation rate.
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