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Apicomplexa specific traffic pathway in protozoa
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One of the small GTPase, PfRabba, was previously reported that involvement of
endocytosis of erythrocyte cytosol. This work shows that another Rab5 isotype, Rab5b,
possesses conserved motif with myristoilation site in N-terminus. Rab5b homologue is
presented in Plasmodium and Toxopasma but not in Cryptosporidium, Paramecium
and Tetrahymena in protozoa classified in Alveolata. Although expression of PfRab5b
was low among three Rabb isotypes, PfRab5b was expressed in erythrocytic stage.
Expression of recombinant protein of PfRab5b was effective when an artificial gene
appropriate for E. coli K12 codon was used.
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T AT AR ADRK LY, HFE
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X CRBDU AT A VINT T =TT =
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(1) fhFEJFE BIZI81F 5D Rabsb DOLRLEME
Rabbb 23t D apicomplexa FHJE <o,
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TR T D720 VAVANNY Vi
LTW5b Alveolataﬁ&@ Rabb O EE %
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Tetrahymena Genome Database

(http://ciliate. org/
index. php/home/welcome) .
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(http://paramecium. cgm. cnrs—gif. fr/d
b/index). Cryptosporidium DB
(http://cryptodb. org/cryptodb/) T&
%, Rab (Xt k@ Rabl &EERED Yptl D
7 2 BEBLAI & ST blastp BTV, 56
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L7,

Paramecium
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L. STEDT AV H AT DORBEEH
Rz, HWi=A4 ) I X7 AT KORLS
% FE0CE 4, Rabba; 5° - TGG GAT CCA
TGG AAA AGA AAA GTA GTT ATA AAA CA-3
and 5° — GCC TCG AGI TAT CTT CTT CCT TTT
TTT GAA AG-3’ , Rab5b; 5° -TGG GAT CCA
TGG GAT GTT CAT CAA GCA CCG AA-3° and
5 — GCC TCG AGT CAA GGA TTG TTA TAA TAT
AAA AG-3’ , Rabbc; 5 — TGG GAT CQA TGG
CTT ATT ATT TAT CAA ATT TA-3> and 5 -
GCC TCG AGT CAA CAA CAT TTT TTT TTG GTT
TC-3"
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F R UL TOMRMEIT 75% Th -7z,
X7 UAF REdAZ FRelcied,

KIBE X One Shot BL21 ZfEH L7=, K
Wi Z mid-log £ T L721%. 22°CT
0. ImM @ TIPTG T 18 F¢[H] His fiha & v /%
JEDORBFE T o T-, KD ORB
D SR 7= B/ BT Y A TS g VN
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