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MFFERC R OMEEE (Fn3C) @ Rab GTPase WO BEEHHES & LT Rv3377c Bin &AM LT,
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FE LTz, fEE 7 7 2 Y — AESIIB = R — A~ —1—% X7 ETH D Rab7 X°
v-ATPase DYV T o=y "2 RX7EF, VIV —h~v—h—F XIETHD LAMP-1 R
LAMP-2 2 ERNEGEN TV, £/, 2 b RU THREM Y v ~<a 20 CHE0 bEEh T
72 IBIT, /MK E R IETHD Grp78, PDI, VAR Y —AHTa=y NZ X7 E A
ELlZ, ZOZEF, fFEE7 7 3V —AIBH= R — AU Y Y — ARG T 52 N
TE5Z L, LML, /MakAERNMOE DA PELINDAT-OIEERE T 7 2 —L2D 7 7
TV — ABRBHEIND Z L E2RIBT S,

WFZERE R O (330) : As the candidate of mycobacterial factor that function in the
dissociation of Rab GTPases from mycobacterial phagosomes, we focused on the gene
Rv3377c. It is reported that Rv3377c product has the cyclase activity for geranylgeranyl
moieties. We found that the attenuated strains Mycobacterium tuberculosis H37Ra and
Mycobacterium bovis BCG do not express Rv3377c in infected macrophages. Next, we
explored the host factors that support the proliferation of M. tuberculosis in the
phagosomes in infected macrophages. we carried out the proteomic analysis of
mycobacterial phagosomes isolated from infected macrophages. Raw264.7 macrophages
were infected with M. tuberculosis, and phagosomal fraction was isolated by sucrose
gradient centrifugation. Proteins extracted from mycobacterial phagosomes were subjected
to two-dimensional gel electrophoresis and liquid chromatography-tandem mass
spectromety. The prominent proteins in the fraction of mycobacterial phagosome were
those associated with the endoplasmic reticulum (ER), suggesting that the vesicles derived
from ER interact with mycobacterial phagosomes during the inhibition of phagosome
maturation.
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Mycobacterium tuberculosis (fE£%#) 1 ZHiE
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Mycobacterium tuberculosis H37Rv (H37Rv
). M. tuberculosis H37Ra (H37Rv #k) .
Mycobacterium bovis BCG (BCG ¥E) 2 Raw264. 7
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