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Detection of the pneumonic pathogen by the real-Time PCR-Based Diagnostic Test using
cell number ratio of pathogen to inflammatory cells in the respiratory tract

secretions
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Commensal organisms are frequent causes of pneumonia. However, the detection of the
se organisms in the airway does not mean that they are the causative pathogens. The
HIRA-TAN is a real-time PCR-based system which has the ability to identify the path
ogens that should be therapeutically targeted among the commensal organisms detected
in the sputum. We successfully developed the cutoff value, which differentiate The
rapeutic targets and Non-therapeutic target even when it is detected by PCR. The HI
RA-TAN also targets the pathogenic non-commensal organisms, making itself a comprehe
nsive test for the identification of the pathogens of pneumonia. We employed a pros
pective study to investigate the performance of the HIRA-TAN. We concluded that the
HIRA-TAN is a sensitive method to identify the causative organism in pneumonia and

provide valuable information to choose an appropriate treat the pneumonic patient.
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Tablel. HIRA-TAN ( )

01 Homo apiens(SFTPC), Internal Control.

02 Streptococar sp neumoniae (Ilyt A), CO, CAP

03 Haemo philusinfluen zae (16S rRNA), CO, CAP

04 Moraxella catarrhalis (copB), CO, CAP

05 Pseudomonasaeruginosa (16S rRNA), CO, HAP

06 Klebsiellapneumoniae(gapA), G, HAP

07 Stenotrophomonasmaltophilia(23SrRNA), GO, HAP
08 Acinetobacter b aumannii (OXA-244ike), CO, HAP

09 Egheridiia coli(16S rRNA), GO, HAP

10 Staphylococasis aureu s MSSA (femB), CO, HAP

11 Staphylococass aureu § MRSA (mecA), CO, HAP, DRRG
12 Mycoplasma pneu moniae (16 S rRNA), NCO, CAP

13 Chlamydophila pneumon iae (53KD-antigen), NCO, CAP
14 Chlamydophila psittaci (ompA), NCO, CAP

15 Legionellap neumophila(mip), NGO , CAP

16 Legionellaspp. (16S rRNA), NCO, CAP

17 Coxiella bumetii (16S rRNA), NGO, C

18 Bordetell ap ertussis(BP-485), NQO, CAP

19 Mycobacterium Tuberculosis(MPB64), NCO, CAP

20 Mycobacter um intracellulare (1623SrRNA), NCO, CAP
21 Mycobacterium avium (16S rRNA), NCO, CAP

22 Mycobacterium kansasii(dnaJ), NGO, CAP

23 Nocardiaspp. (16S rRNA), NCO, HAP

24 Pneumocystisjiroveci(5S rRNA), NGO, HAP

25 Metall o-betadactamase (IMP), DRRG

26 Metall o-betadactamase (VIM), DRRG

27 Influenzavirus A (M gene), NCO, CAP
28Influenzavirus B(NP gene), NCO, CAP

29 RSvirus (Fgene), NCO, (AP

30Human metapneumovirus (N gene), NGO, CAP

31 Aspery illusspp . (ITS1), NCO, HAP

CO , NCO

DRRG

CAP: . HAP:

() Commensal organism
HIRA-TAN

Primary endpoi
nt H. influenzae P. aeruginosa
Seco
ndary endpoint  S. pneumoniae, K. pneum
oniae, S. aureus
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