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We hypothesized that the genomic structural variation of the defensin genes affects the individual
variation of the cervical cancer susceptibility. Two groups, 200 patients with cervical cancer with
persistent HPV infection and 200 control pregnant women, were compared in the distribution of
genomic copy-number of the defensin genes. The results showed that the case samples have a

tendency to be smaller in the copy-number of several defensin genes.
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