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Next—generation method with electrophoresis inmicroRNA expression
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WFZERC R OMEEE  (F30) : The purpose of this study was to establish a new method to analyze
microRNAs (miRNAs) expression profile. In denaturing gradient gel electrophoresis DNA
fragments of the same length but with different base—pair sequences can be separated
This method enables us to detect miRNAs including novel sequences and to distinguish
single nucleotide difference among miRNAs. Then, I attempted to detect miRNAs showing
specific expression pattern among multiple samples by this electrophoresis. This method
distinguished tiny sequences variation successfully, suggesting that it is probable to
detect miRNA variants
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