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The interior of the mouth is constantly exposed to its resident bacterial flora and to
invasion by viruses, and there is thought to be a specific intraoral immune system for the
tissues to maintain homeostasis. We have been analyzing the role of RIG-I as basic
research that could lead to gene therapy using this gene.

In the present study, we aimed to perform functional analysis of RIG-I using an oral
carcinoma-derived cell line in order to clarify the signal transduction pathway of RIG-I,
with the aim of controlling the cell cycle in oral cancer cells.

The present study is useful from the point of view of clinical application, as it
incorporates the possibility of development into a novel gene therapy. We envision the
future development of a completely novel cancer therapy incorporating cell cycle regulation
by gene therapy and immunotherapy.
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