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TR OMEE (3230) : Hypoxia in tumor occurs in the majority of tumors, promoting
angiogenesis, metastasis and resistance to chemotherapy. Although hypoxia seems to
activate several cellular molecules and pathways, the overall molecular mechanism
remains unknown. We performed HIF1 and NF-kappaB regulated cDNA plate array
with oral squamous cell carcinoma under hypoxia and normoxia. We obtained a plate
based array data for profiling 23 HIF-regulated genes and 23 NF-kappaB-regulated

genes. There are some difference among oral squamous cell carcinoma.
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HSC-2 HSC-4

hypoxia/mock hypoxia/mock
Bcl-2 2.23723547 0.944543
B -actin 2.37910847 1.007906
CA9 1.69529506 1.034164
CTSD 2.25248843 0.781876
BHLHB2 2.3202704 0.790568
Glut-1 3.18592144 0.987989
Glut-3 1.91094508 0.883625
HIF-1 2.49081686 1.083394
HIF-2 2.22969961 1.462037
HPRT 2.0638283 0.452155
IGF-II 1.26613893 1.036592
Leptin 0.66261149 0.30519
MMP1 0.59063839 2.215487
MxI-1 1.45042892 0.601173

NDRG2
PAI-1
PDGF-A
PDK1
NDRG1
SAG
SLC6AS8
VEGF
VHL

1.42503069
1.85260322
1.29753774

1.8449263
2.13524289
1.79982037
1.80015195
0.86654825
2.80315018

1.152341
0.913409

1.26645
0.897995

0.79902
0.450077
0.776635
1.030895
0.620068
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NF-kappaB-Regulated cDNA Plate Array D 5

Bcl2
Beta-actin
CCND1
Cox-2
FAS-L
IFNB1
IL1A
IL2

IL6

IL8
GAPDH
IFNg
IRF1
MDR1
MMP1
Myb
Myc
NOS2
p53
TNFA
TNFR
VCAM1
VEGFC

HSC-2
hypoxia/mock

1.01392918
0.832282439
0.796499519
0.688988748
1.019058181
0.473336636
1.099334812
1.084249415
0.838152373
1.060530136
0.827796549

1.13815045
0.546885941

0.76586458
0.769926133
0.904740404
0.792955856
0.960266762
0.734466582
0.734084694
0.806325204

0.94626222
1.262156756

HSC-4
hypoxia/mock

1.361645
1.063972
1.088351

1.08379
0.989916
1.273998
1.168355
1.456658
2.472066
1.634067
1.089852
1.046085
1.226064
1.083526
1.304332
1.299935
1.240114
1.547795
1.452136
1.149031
1.155171
1.253308
1.660319
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