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Can sedimentary bacterial communities be a next-generation coastal environmental
indicator?
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We applied the proposed DNA analysis of benthic bacterial communities to 330
sediment samples collected from 77 sites along the coast of Japan (Hokkaido, Kashima-Nada/Kujukuri,
Ariake Sea) to clarify the "regional characteristics," "spatial structure,"” and "temporal

variability” of the benthic bacterial communities. We confirmed that the bacterial community in the
bottom sediment has the diversity to express the differences hierarchically from the whole image to
the detailed structure by changing the range of analysis “ zooming” , and that it has the
performance required for a broadband biosensor.
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