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We recently found that almost any enzyme can become biosensor component by
moderately destabilized through random mutations. In this study, we have developed the technology to
improve enzymes, biosynthetic pathways, and mocrobial hosts using biosensors. Also we have also
succeeded in fusing multiple enzymes in the ways where fusion partners are mutual regulating to each
other. Furthermore, we have demonstrated that temporary becoming ligand-induced folder allows
protein biosensors to rapidly access to the novel sensor functions.
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