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The molecular basis for germ cell development in teleost fish
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The aim of this study is to elucidate the molecular basis for germ cell
formation and to develop sterile techniques applicable to a wide range of fish species. To achieve
this, we conducted exploration and functional analysis of downstream factors of dndl gene, which is
essential for germ cell formation, and identified factors that reduce the number of germ cells.
Additionally, using the CRISPR-Casl13d system, we successfully generated germ cell-deficient sterile
fish by knockdown with gRNAs targeting the conserved sequences of the dndl gene using experimental
model fish, medaka, and economically important species, rainbow trout.
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