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By comblnln? measurement technologies that capture genome-wide chromatin
accessibility and interaction profiles from short-read sequencing and whole-genome long-read
sequencing, which provides structural polymorphism profiles, this research advanced the study of the
differences in genome-wide chromatin accessibility among the Japanese population. It also explored
how specific polymorphisms -including single nucleotide polymorphisms and structural variants-
affect chromatin interactions on chromosomes. One outcome of this research was identifying and
functionalizing a novel fusion gene in the Leukocyte Immunoglobulin-Like Receptor (LILR) region
(Hirayasu et al. Frontiers in Immunology 2023). Furthermore, this work has led to the development of
the key database development concept of the JoGo database in future (https://jogo.csml.org/).
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