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A multi-omics study to elucidate the novel molecular basis of the complex traits
and ethnicity in Brugada syndrome

Makita, Naomasa
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Brugada syndrome (BrS) is an inherited arrhythmia causing sudden nocturnal
death in adolescent males, called "Pokkuri™ in Japan and predominantly occurring in East Asia The
causes of clinical and epidemiological racial differences in BrS are unknown, and identification of
Asian-specific genetic risks is expected.

We performed genome-wide association analysis (GWAS) in Japanese (940 BrS cases and 1,634 controls),
followed by cross-ancestry meta-analysis with European GWAS data. Seventeen disease-related signals
were identified, including one Japanese-specific GWAS and six novel risk loci in the meta-analysis.
These allelic effects were highly correlated across races, suggesting shared polygenic

architectures of BrS across ancestries.
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