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Ancient genomics study on histories of crop species utilization in Jananese
Archiperago
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This study aimed to elucidate the history of grain utilization among the
people of the Japanese archipelago by developing a novel analysis method targeting the calculus
genome. First, we constructed an extensive ancient calculus collection through sampling from human
skeletal remains. We developed techniques for DNA extraction from these samples and genomic analysis

using next-generation sequencing. To comprehensively elucidate dietary habits through DNA
metabarcoding, we developed a detailed information analysis method and successfully obtained dietary
information of ancient people by applying it to calculus samples. Additionally, we developed
markers capable of classifying previously challenging Poaceae grains and successfully identified
Poaceae millet. Through these efforts, we made significant advances in dietary research using
calculus genomes.
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