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Study on the metabolic conversion of omega-3 polyunsaturated fatty acids through
a reconsideration of beta-oxidation pathway

Ogawa, Takuya

3,300,000

(1) Shewanella livingstonensis Acl0

@

Shewanella vesiculosa HM13

él) I focused on the novel bacterial ability to convert docosahexaenoic acid
to eicosapentaenoic acid in Shewanella livingstonensis Acl10 and studied on the underlying molecular
mechanism. As a result, | found that this conversion occurs via B -oxidation pathway and possibly
requires the coupling with phospholipid synthesis. (2) | attempted to produce valuable lipids and
load them to membrane vesicles using Shewanella vesiculosa HM13. Although the attempts have not
succeeded yet, 1 gained some idea to improve the production system.
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