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Mechanism of slow saccharification that enables long-term, low-temperature
multiple-parallel fermentaion in sake brewing.

Tokuoka, Masafumi
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in vitro

We investigated the details of saccharification necessary to establish the
long-lasting, low-temperature fermentation that is a characteristic of traditional sake brewing.
From the structural elucidation of oligosaccharides in sake and the analysis of the formation and
degradation mechanisms of oligosaccharides in vitro and in fermentation mash, it was clarified that
characteristic oligosaccharides in sake include both transglycosylation products and starch
degradation products. Both alpha-glucosidase A and B of Aspergillus oryzae are involved in the
formation and degradation of the oligosaccharide in sake. Inhibition tests revealed that branched
oligosaccharides are slowly degraded in fermentation mash and make a certain contribution to the
supply of sugar for alcohol fermentation.
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Adjacent double branches exist in the branching structure of starch
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