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Elucidation of the polymerization mechanisms of bacterial FtsZ.
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FtsZ is conserved in bacteria and is involved in the bacterial cell
division. This study aimed to elucidate the mechanisms of molecular stability and structural changes
in FtsZ molecules using physicochemical and computational methods such as X-ray crystallography,
molecular dynamics (MD) simulations, cryo-electron microscopy, and mass spectrometry. The results
revealed differences in FtsZ"s structural changes and stability among the bacteria. Additionally,
the study indicated that variations in amino acids in the hinge region between bacterial strains
might influence this structural stability.
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(b) Relaxed SaFtsZ-GDP (C) Relaxed SaFtsZ-GTP (d) Tense SaFtsZ-GDP (e) Tense SaFtsZ-GTP
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