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Development of a Postoperative Early Recurrence Diagnosis System for Colorectal
Cancer ctDNA and the Clinical Significance of the Evolutionary Phylogeny of
Recurrence
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We analyzed methylation array data and selected three markers, GPC6, FGD5,
and MSC, that meet the following five criteria: (1) colon cancer-specific, (2) cancer cell-specific,
(3) not expressed in normal tissues, (4) inverse correlation between expression of the target
transcript and methylation (3 -value, (5) independent poor prognostic factor. After extracting CtDNA,
we used a detection system based on digital PCR to analyze and clarify its clinical significance.
Furthermore, using the machine learning pipeline DeepCOLOR on single-cell data, we identified that
GPC6, which is highly methylated and lowly expressed, co-localizes and communicates with CAF cells.
As a result, GPC6, which is derived from CAF and secretes CCL2, contributes to metastatic colony
formation.
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