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Impact of non-coding RNA pathways in radiation-induced immune response
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In this study, we investigated the mechanisms of radiation-induced immune
responses using the non-small cell lung cancer cell line A549. Our results revealed that radiation
exposure activates transposons, which in turn induce an interferon response via the RIG-1 pathway,
thereby triggering an immune response. Additionally, ScRNA-seq analysis of esophageal cancer tissues

during radiation therapy showed that these RNA sensor-dependent immune responses are also activated
within the cancer tissues, confirming their involvement in the immune response.
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