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Construct of realtime DNA damage-repair responce detention system and analysis
of intratumor DNA damage-repair responce
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In this study, | try to construct assay system for detection of DNA damage
repair responses using split luciferase fused with DNA damage response protein. First, | used
firefly luciferase-based split luciferase system, but | had problem to unexpected response such as
temperature and non-specific drug-dependent luminescence increment. So, | changed split luciferase
system from firefly luciferase-based system to NanoLuc-based NanoBit system and 1 succeeded reduce
unexpected response. Now I continue to develop convenient DNA-damage response-detection system using

NanoBit-based split luciferase for much convenience.
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by inhibiting cell cycle progression in S phase

18

2022

2021

220

http://www.rbc.kyoto-u.ac.jp/cancer_biology/




(Harada Hiroshi)

(80362531)

(14301)




