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In this study, we analyzed whether HLA (human leukocyte antigen) and the
tumor microenvironment correlate with the efficacy of immune checkpoint inhibitors (ICIs). We
extracted DNA from peripheral blood of 39 cases of renal cell carcinoma patients treated with ICls
and performed HLA typing using next-generation sequencing. By analyzing the correlation between this

data and treatment outcomes and prognosis information, we were able to identify HLA-C subtypes
associated with treatment efficacy. Furthermore, by analyzing tumor-infiltrating immune cells using
flow cytometry and integrating with ICI treatment outcomes, we suggested that ICIs have a higher
treatment efficacy in cases with abundant immune cell infiltration.
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