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Search for novel antibiotics that specifically kills Gram-negative bacteria.
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The emergence of drug-resistant bacteria and new infectious disease-causing
bacteria is a worldwide threat, and effective countermeasures are needed. In this study, we
attempted to isolate antibiotic-producing bacteria that exhibit antibacterial activity selective for

Gram-negative bacteria from insects and plants, in addition to soil and environmental water, which
have often been used as sources of isolation. We were able to isolate several antibiotic-producing
bacteria that showed antibacterial activity only against Escherichia coli, or E. coli and Salmonella

sp.. The results of antibacterial activity tests using 1,008 strains isolated from the pond
indicated that 8 strains showed selective antibacterial activity against E. coli. These antibiotics
produced by these strains are likely to be antibacterial proteins.



B X C—19, F—19—1 (Gtm)

1. WFERHAE S WO 5
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7T LaEMEE O Escherichia coli NBRC3972 . Pseudomonas aeruginosa NBRC13275 .
Pseudomonas syringae ATCC19310, Rastonia solanacearum JCM10489. Rhizobiur radiobacter
JCM20371, Salmonella Typhimurium NBRC13245. Xanthomonas campestris ATCC33913 & 7 A
b5 M & @ Staphylococcus aureus NBRC13276 . Bacillus subtilis 168, Staphylococcus
epidermidis NBRC100911. S. aureus ATCC35591 (MRSA). Cutibacterium acne NBRC107605.
Streptococcus mutans NBRC13955 & V7=,
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L. 20 fi5)fE L7- 55381k & £, coli NBRC3972. P. aeruginosa NBRC132754.S. aureus NBRC13276.,
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— )V OMBFER R HIETIE M ORER A2 XK E LT (Fig. 1d), LBESFHITREE L2505, MHES
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coli NBRC3972 & P aeruginosa NBRC132754 DI ZiEMEZ R4 H 2 KRR S NT-, —IRA Y
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NBRC3972 {Zxt L COARIEM Z R LTz (Fig. lc),
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